Chlamydia trachomatis is an important human pathogen and a common cause of 1 sexually transmitted disease worldwide (13) . The C. trachomatis species is divided 2 into 15 prototypic serovars labelled A-K and L1, L2, L3 based on analysis of the 3 major outer membrane protein (MOMP) (2) . On the basis of disease manifestation 4 serovars A, B, Ba and C cause trachoma, serovars D-K are associated with urogenital 5 infection, and serovars L1, L2 and L3 are responsible for lymphogranuloma venereum 6 (LGV) (6) . The L2 serovar can be further separated into L2, L2' L2a or L2b 7 according to amino acid differences (17). Germany, Sweden, U.K, and North America (1, 7, 10, 11, 16, 18, 20 We undertook a prospective review of all patients with a positive rectal swab for 9 Chlamydia trachomatis during a 10 month period, to determine the incidence of LGV 10 in a high risk population of MSM. LGV by real-time PCR. All 4 samples gave identical sequences and showed a 100% This is the first reported cluster of anorectal LGV serovar L2b among MSM in 12 Australia. There have been two previous unrelated cases from Melbourne, Australia. We found direct sequencing to be a rapid and simple method to determine the serovar 16 present.
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In conclusion, we report a cluster of anorectal LGV serovar L2b among MSM in 
